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Exons and surrounding intronic sequence. Transcribed sequence 
is underlined. 

Exonl : 

GCGCGGGGGCGGACCCGGCGGCGGGCGGGGCCTCTGAGCCCGGCGGGAGGAGCCGGCCTGGGCC 
CGCCCCACAGGAGGAGCCAGCTCGCTGGCGGCTGATCCAGCGTCTC CGTGACAGGCACCCTGCT 
CCGCCGCCACCGCCACCGCCACCGCCACCGTCGCCTTTTCTTCTTCGTCCCGGGCGGTGCGTTC 
CACTGTTCTGGGGCCGGCGCCGCGCCCAGTCCCGCTTCGGGCCGCAAGCCCCACCGCTCCCCTC 
CCCGGGCAGGGGCGCCGCGCAGCCCGCTCCCGCCGCCACCTCCTCCCCTGCCGCCCTCCTAGCC 
GGCAGGAATTGCGCGACCACAGCGCCGCTCGCGTCGCCCGCATCAGCTCAGCCCGCTGCCGCTC 
GGCCCTCGGCACCGCTCCGGGTCCGGCCGCCGCGCGGCCAGGGCTGCCCCTGCCCAGCGCTCCC 
AGGCCCCGCCACGCGTCGCCGCGCCCAGCTCCAGTCTCCCCTCCCCGGGGTCTCGCCAGCCCCT 
TCCTGCAGCCGCCGCCTCCGAAGGAGCGGGTCCGCCGCGGGTAACCATGCCTAGCAAAACCAAG 
TACAACCTTGTGGACGATGGGCACGACCTGCGGATCCCCTTGCACAACGAGGACGCCTTCCAGC 
ACGGCATCTGCTTTGAGGCCAAG GTGAGGGGGCTCCGGGGAGGGTGCTACCTGTGGTGGCGGTT 
GGGGGGGCATGTTTGAGCGGATGGGATGCACAGCCGTCCTGGACCCAGAGCTGGCGGGCTAGGC 
CGATTTGGGGGCCTTTCTCTTAGGGAGGGTAACTCTCCCTTCTGAGTCTATAATTCCGCGGGCT 
CCTGCCCAGAACTGQTCAAGAGCAACTGCAAAGTTTGAGCGGTATTGCCTCACCTCCCCCTTCC 

Exon2: 

CTGGTTAAGAGCAAGATGAAAAAAGGAAGCAGTAATTTCTGGTTAACTTGCTTTTTATAAAGTT 
AGAAACAGACTCAAAACAAAACACCCTGCTGGCTCTTAATTTCTTCATCTGTAAAATGGGCAGA 
TGAGCTAGTCCTTTACCCTTTGGAACTTTCTGGGATTAGGGACACTTGCTACCCCTCCTCTCAA 
TGAGTGTTTGCTTCTCCCCCACA GTACGTAGGAAGCCTGGACGTGCCAAGGCCCAACAGCAGGG 
TGGAGATCGTGGCTGCCATGCGCCGGATACGG GTGAGTGGCCAGAGGTGGACTGTGTGGAGCGG 
GG AGTC AAGTGCC TTAGCTGC TGGC C CTTC TAGGTAGGGCTGGAGGGGCC AAAATGG ATGGCT A 
CACCCCTTGCAAACCCAAACTCCTCCTCTCTGTACCCTCTAGGTAGCTGTTCTGAATTGAACAT 
TTGATCTTGATGAAAGGCCAATGTTAAAATGGATGTGATGGCTGGAGTGGTACCATCTTCCCTC 

Exon3 : 

CTCATGAGGGTAGCTAGCTGATGGCTGAGAAGTGGTATAGACTATTCAGAGTCCCGTTTCTAAC 
CCAGAGATTGCCTGAGACATCCACCTGCTTTTACATCC CCCGAGGTGCTCCCTGC C CCCAGGAG 
CTATTCCCCACACCTGTCTGGGGACCTTTTTTCCAGGCATGGGCTAGCTGGGTCTGTATAGATG 
CACTGATCTCATCAGATTGCACTTTCTTTTTGTTTTCTTCTTTCTTGCA GTATGAGTTTAAAGC 
CAAGAACATCAAGAAGAAGAAAGTGAGCATTATGGTTTCAGTGK^ATGGAGTGAAAGTGATTCTG 
AAGAAGAAGAAAAAG GTAAGTGGCTCTGAACCAGAATCTGAGGTGAAGAGGAAAGCAGGGGAGG 
TAGGCATGGGGTACCTTCTTCTTCTGGGCCCACCTCCAGAGAGAATCCCTCCCTTATCTGGCAA 
GCTCTTCTGCTTTGAGCAGCAATGGTGCTGACAGGCTGCAGCAGAGTGTAGGGCGAGGCGAGGC 
CAAAGGCCTAGTCACCAGTTGGCTCAGTCAGTCCTGGTACCCCAGGTGATGGGAGTCACCTCCT 
GTCATCCATGCCTTCAACCCCCCTCCCCATTTTCATACCTTTATCTTTGAGTTTTGAGTCCTGA 

Exon4 : 

15 basepairs in AB007933 but missing in CAPON- 1 are italicized 

CCCCACTTCACCCCGAGTTCCCTAAGGACTTCTTGGCTTTTGCCTACCCTCTGAGCCCTGGAGA 
GGCACTCTCCTAAAGTGCTTGGAGGAAACTGATCAGACTAGACACTTGATATTTTGCACTCGTC 



WO 01/82776 



9/12 



PCT7US01/13107 



GTTTTGGAGCAATCAACTCCAGGCCTCTTAGAGGGAAAAAGTCAGGTCAGGAGCAAAATGCATG 
TGTTTGCATAAGTATGCATAGCTCAGTGTGTGCCCTGGTCCTGTAACTGAGGACAAGCCTAACT 
TATTCATTTACAGCTTCTTyTATTGCA GAAAAAGGAATGGACGTGGGATGAGAGCAAGATGCTG 
GTGATGCAGGACCCCATCTACAGGT AAGAGCCCAGTCCAGCACCCAAGATATCACTGAGCCCCA 
GAGTCCTCCTGCCCCCTACAGCCACCTGTCAGGCTGGTGGATCCAGGCAAATTTAAATAAACTT 
CTATGCTTTTCCCTCCTGAGACCTGTTGCTTCCATTAGATGTGAGTTCAAGAAGTAAATCTGCC 
TTATCATTCTGGTCATGCTTGATTGCATTAAGGAAGCTATGAAGTATATCTGCTTGATGTTTAA 



CTACCCCTGCCCCCTCTACCAAATCTGAAAGTCACAGTGTTAGTGTTTGTGGAATCTGTTGAAA 
GTGCC TCCTGC ATTGTGACTTTTTGATCCTGAAGGAAGAAGACTTTC TGTAATAACTTGGC TC T 
CATGAGCTGTGCTTCAGAGTGTCCTTAAACAGAGCTTTCCTGGTTGGAGATTTGAACCTAAGGC 
CATTTTCAGTGCATTTTTCTGTTGTTCTTCCTTTAG GATCTTCTATGTCTCTCATGATTCCCAA 
GACTTGAAGATCTTCAGCTATATCGCTCGAGATGGTGCCAGCAATATCTTCAGGTGTAACGTCT 
TTAAATCCAAGAAGAAG GTAAAGAGGCGGTTGCCGTCCATCTGCTATTTTCCTCTAATGGTTCC 
AAAGCACCCCCAACATTGGCCCGTCTCCCTGTTGAAGACAGCTGTGGTAATGCCGACATGGGGC 
AACTATCTCAGTCGTCTGTCATTGCTCCTATATAATGGAATTCTCTTTTAGCATCATCTGAACT 
TTGT ACTTAGTTAC AT AC AG ATAAATGC AAAGGG ATTG AC C GTTGACTACGTGCTC TGGGATGA 
GAGCAGTTAAAC AGC AC C GGGAGTG ATGCT AACCTTAGC C TTGGGGT AGG AAAAAAGC ATTGTC 



CCTTTCAGTTGACTGATTGTTTCAGCACTGTGGTGACAGTTTCTGTTTTCTGGAGTATTTCAGA 
AAGGGGAAATGTCTTTGCACTCATTTGTATGTGCATATCTGAACAACTTTAGATTTTTCTGTCT 
CTTTCTTTGGCTGCTTCATGAGTTTCTATCCACATGCCCCTTGCGCATCCTCACCCACCCTGTT 
CTTCTCCTTTCTCCTTCCCAG AGCCAAGCTATGAGAATCGTTCGGACGGTGGGGCAGGCCTTTG 
AGGTCTGCCACAAGCTGAGCCTGCAGCACACGCAGCAGAATGCAGATGGCCAGGAAGATGGAGA 
GAGCGAGAGGAACAGCAACAGCTCAGGAGACCCAG GTAGGCACTGCGGCTTCTGTGGATGTGGG 
TGGGAAGGCAGTGCACACAGTAGGCTCTGGTGGATCACTGCCCTGACCCCCAGGCTGTGAACTC 
ATTTTAAG AAAC ATTTT ATTTTTTCCGTTTCTCTC TAAATTCT AG ATTCTC TTTAAGGAAC ACG 
TATTACTTTTATAACAGAAATTAAAGATGTTTAAATTATTAAATGAGGAAGTATTTAAACTGGA 
TATCAGGGAGAGGTAGAGCTGCTATACTACCAAATCTGACTTCAAAGAAGTTTTCAGTAAAAAA 



TGGAGATGATCAGCATCCCCTTCTTCCAGTGTACCTTGTCAATATATTCCTGTGAACCTGGCAA 
AACTTTTACATCCAGGCTTGAGGAAGTATTGCCTTTTTTTCTGGACTTTGAAAAGATACTAAGA 
TGAGAACATCTTACTGGGCTGGAAATGCACTTTAACGTACTTGAGTGAAAAGATGTGTGAAAAT 
GTT AC AAAGC C AGTGGC ATC CCTAGGCTCAAC ATGC CTG AAAGC TAAAGTATTAGG AAAGGAGG 
ACTTTGTTCTCGGTGTTTTCATTCTCTTCCCTCCCTCCCCTGTTGTTCCTGCAG GCCGCCAGCT 
CACTGGAGCCGAGAGGGCCTCCACGGCCACTGCAGAGGAGACTGACATCGATGCGGTGGAGGTC 
CCACTTCCAGGGAATGATGTCCTGGAATTCAGCCGAGGTGTGACTGATCTAGATGCTGTAGGGA 
AGGAAGGAGGCTCTCACACAGGCTCCAAGG TAGGCAAGAGATGGCCCATCTGTGTGATCTGCAC 
ACGTGTGCCCTCAGGTCATCAGTCACTTCCTAGCCCCTGCCAGCTCAGCTTCCGAGTGAGGCAC 
TCCATGGCACAGTGGCGGTGCCAGAGCGCACTTCATTGCCTTTCAGAAGGTCTGACTTCCAGAG 
GGTCTGAACACTAGATGCTGCTGCAGGCCAGGATGCTGTGGAGCTGATTCCTGACACACATCGC 
CCTCCCCAAATCCCACCAATATTTGGTCTCCTACTCCCTGGCACCCTCTTCCCTTAACAGCATC 
TCATCTTTGCACAGTATTTTGCAAGGCTCACTCTGGCACACACACACACACACAGACTCCCCTG 



Exon5 : 



Exon6 : 



Exon7 : 
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Exon8 : 

AGAGATGGAGCAGTATCAGCCATCAGTCTCCCATCGGGGTCAGTTACCGAGGTGTCCCCCTAGT 
CCCCCTACGATTTTCTGACTGTGTGGTATCAGCCCAGGCAGCTACACCATTTCCTTTCTGGGCC 
TCT AC TC CC ATTTCC ATTGAAG ATAT AGTGCTGTC AGC TT ATGGGTTGTAAGTGTGC C AATTTG 
CTCCTCCTGAGTGCATGCCAAAGAGAGGGAGGCCCCTCAAGATGGCTCCTGCCACATGTCATGT 
CCTGTCTTCTCCTTCTCCTCCAG GTTTCGCACCCCCAGGAGCCCATGCTGACAGCCTCACCCAG 
GATGCTGCTCCCTTCTTCTTCCTCGAAGCCTCCAGGCCTGGGCACAGAGACACCGCTGTCCACT 
CACCACCAGATGCAGCTCCTCCAGCAGCTCCTCCAGCAGCAGCAGCAGCAGACACAAGTGGCTG 
TCGCCCAGGTTCTCCTCAGCCTCCTCCCTACTTCGCAGGCTCCACTCTCATGGGCTTGATGCAC 
CTTCCCTAGCGAGGGGCTCAGGGCAGGTTTAAAATCTAGGGAGTCATAAGGAATCGCTCATGCT 
ATTGGATCATTGCTTGTTGGGGAGTGGGGGCAGTGGGAGGGGGATAGATGGGGGATGCAGTTGA 
AATGGAGAGGCACATTTTGGTTTCCCATGTATCCCCTGCTCTGAGCTGGGCTTGGCTGGCTTGG 
CTGAATGTTGTTAATGACTTGAACTGACCAAGGGAAAAGATGCACACAATTCCACCCTTCCTTT 
CCTGCCTTACTTTCCTGATATTTGGGGTGGAAAGTGATGCCTTTGGAGTCAGAACAGTTGTGGC 

Exon9 : 

Sequence translated in CAPON-2 but not CAPON- 1 is italicized 

CTTACCCTTCTCTGAGGCTTATCTGTGGGCTTCCCATAGCAGTTGTCCTGTTCCTTAGAACCAA 

ATAGATTTGGGGGACCCCCAGCTGAAATTTCTCCATGCCTCCCTTTCCAAAGAGGAGAAAACCT 

TAATAGCCACCCACCATCTGACATCCAGATTACAATATTATTGACATTTCTTTCCCTGTTGAGT 

GGATATAGGAAGAAACAAACTCAGTTTCTTCCTGCTATACTGTCACAACATACTTCTATGACCA 

AATGT ATGGGGCTTTTTC CC AC AC AC C AAGC AAGC AAGC AGTTC TGC AG AGGGC AC AC AGTGTC 

C TC TAAC TC AGTTTGATTC TGATACT ATCTAC CTGG AAAC AGC AT CAGATCCCACAGTTTGAGG 

GCTCAATCCCACAAGACTTTCCCCCATTTCAGACACCAATCACAAGTAATAGTTTGTCACCTAC 

ACCTCTGACCAAGTGGCTATAAATTGGTGTTCCCACTACCCTCTCCTTGGACTCAACTGATTTG 

CTAGAGCAACTGACAGAACTCAGGAAAACACCTACATTTACTGGTTTATTTTAAAGGATATTAT 

AAGGGATACCAATGAACACCAGATGGAAGAGATGCATAGGGCAGGGTCTGTGGGAAGGGTGGCA 

GAGCTCCCATGCCCTCCCAACGTGCACCACCCTCCAGGAACCTCTAAATGTTCAGCTGCCCGGC 

AGCTCCCCACACCCAGTCCTTTTGAGTTTTTAATGGAGGCTTTATTATGTAGGCATGATTGATT 

ACATCA TTGGCCACTGGTGA TTAGTTTAACTTTTAGCCCCTCA TCTCCTGGAGGTTGGGGCGTG 

GGACTGAAAAATCCTATCCTCTAATCATACCTTGGTCTGTCCTGTGAGCAGCCCCCATCCCGAA 

GCTTCCAGGGGTTCCCCAACCACTAATCATCTAATAAGCATACAAAAAACACTCTTACCACTCT 

GGAGATCTCAAGGGTTTGGGGAGCTATATGTCAGGAAACAGGGATGAAGACCAAACATGTATTT 

CACTGTATCACACCTGTTCTCACCCCTCCCCAGATCTTCTCTCAATTAATATGAGACAAAAAAA 

TGAGTCTGACTTCTTGACCAAAATA TCAGTTCTGTCCTTAGCAGCTTTA TGGAGGACAGA TTTA 

GTTTAAATTCCTTAGGCA TTATGCC CCTGTGGCTCCACTCAATCAGAAATAGGGTCAACGGCAA 

GGTCAGGGCCTCCAATCTGGGCAAGAGGGAGGCAGCCACGGTATCCACAAGTGTAATTCTCTGA 

GTGCTGGTTGCTGGGAGGGGCACACCCTGGGCCAGCAAGTCACTTGGCCAAGGGTGGCCAACTG 

TGAGGTAGCACTGCCCTTTACTCCCTAAAAAAATGTGAATCTCTTTGGAGCAA^ 

GAAATTTGAGCACTTGTTTTCTGAGCAAGGGAATCAGCTAATGCTTTTGACTCCCCATCCATCT 

TCCTGCATCCTCGTCCCACCTCTCCTGCCCCCACTCACCTGGCTCTGTCTTTACCCACACCATG 

GTTTTGGTACAAGAACACCCTTTTCCCCATAAGCTACATTGGTCCAGGCCA TAAAAA TTCA TTA 

GTTCCCTTTCTTCAGGGGCCTTCTGAAATGCTCCCTGGAGAACTCTTTATTCACTTCTTTGCAC 

AAGAATCACATATGTGTGAACACTGGTATTGGCCTTCTAACTCAGTTTCTTCAAACCAGGGTCC 

TGGTCTGGTTGCCCCTGTCTCCTCCCACTGAGTTTTATCTCCACATAAGTATTGCTCACCAAGA 
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ACAGAGCTGTTGACACCACTGGGCCTCAAGCATGCTGAATGCATTGCTGCCAACT^ 

TAAGAAGGTTGGAAACTGATGAGGGTGCCACAAATTGTTCACCTCAGCCCTTCTGGGCTGGTTG 

GAGGAGGCCCTCTCATGAATCAGTCAGCAAATGTTTGACCCCTACCAGGTGGTCCTGGTAATAT 

GTGGTATGAATCATGGTCCTAGATGTCTGCCATAGCAAATAAAAAAGGAAGACAGGGAAAGAAG 

CTGTCGCCTACAGAGTGGCTTGATGACAGCTGCCTCACTAATTTAAAAAGCCATGTGTAGTGCT 

TCCTATTTCTCACTATGTTTGGGTGAGTGGGAGAGGGAGAAAGATTATATGGGCTTCGTTGTGA 

CACTGTTCTTAGCCAGTGGGTCAATAGATGAGTTTTGGTTTTGTTTTTTAGAAGACAGGATGAG 

AAGAGAGTGCCCCCTTCCACCTCCAACATGGCATGCCATGCTAGGTGCTGAAGGAGTTCTCTAA 

GCAGGGATGGAGCACCGTGCGTGTGTGTGTGTATATGTGCACGTGTGTGTGTACGTGTGTGTGT 

GTGGCAGGTCTAGAGGGTCGATGGCTCTTTCCTGCCTCTTGCCCTTGGTATGGGTACCTTAGTG 

ATGCATCATGGCCCTCCCTTAGGACACACAGCTTCGCAGTGCCAGTGAACCCACTCCTTTTGGC 

TCCTCCTCTGGAATGATAAGCCCAGATGCCCATGCTGCCCGTGAAGGGCTTCTTCTTGAACTGA 

ATGTGGAGGGCATCTCTGGTCCCGGCCATCTGCCAGTGACTCTCATGTGCATTCATGTCCCTCT 

CTTCTCTCTGTCCTGTCTTCTCTGCCGCTGCCTCTTCTCTGCA GGTACACT?^ 

GTTQGCTGCTGAGGCTGCGGCGCGGCTGGAGGCCCAGGCTCGCGTGCATCAGCTTTTQCTGCAG 

AACAAGGACATGCTCCAGCACATCTCCCTGCTGGTCAAGCAGGTGCAAGAGCTGGAACTGAAGC 

TGTCAGGACAGAACGCCAG TAAGCCAGTGCCCTGCCCAGK:CCTGCTTCCTCTGTQAACy?r!Tr!Tr; 

GAAAGAGTGTCACTTTCCTTAAGTTTTTGGTGGTGCTTTCTTGGACCCCTGACCTACCCCTATA 
TTC C AGC AGAAAAC AT AGGC AGCTTTGTTTTCCC ATTAGTATAC TT AATG AATTACAGAATCAC 
ATGCCCAAAGGAGATCTCGGGTGCCTTCTAATCCAGGCCCAGGGCTGGACTTTGAATGTCCCCG 

ExonlO: 

Sequence transcribed for CAPON-1 is underlined, additional 3' 
untranslated but transcribed sequence present in CAPON- 2 is 
italicized 

TAATTAATGCTTATTT AC ATGATTGTAC T AAAGGTTACC AC AGGC TTC TAAC ATGGTTC TC TC A 
ATTGGTACCTTTTTCC TACC ACTAAC C C TATTC AGAGCCTTC AGTGGCTAC C AGAACC ATC ATA 
TGGTTCTTATGTCCCCGCCTTTACCACGTCCCAAAGCTCCTCCCCTCCAGCGAGGTGTGTCTGG 
AGCTATGTGGGGGCGGGAGGAAGGGTGAAGTGTTAAGAGACC C AAAGCCCGG AGAGGTGCTGC T 
AAGCTGGTCTGGGAAGGGCTTTGGCATGGCACGGGCGGGCAGAAAGCGGGCATCCCAAATCAAC 
AACCTTGCCTAACGCTGCCCCTCTGCTACCTCTTGTCTCCCCTGCAGTG GGCTCCCAGGACAGC 
TTGCTGGAGATCACCTTCCGCTCCGGAGCCCTGCCCGTGCTCTGTGACCCCACGACCCCTAAGC 
CAGAGGACCTGCATTCGCCGCCGCTGGGCGCGGGCTTGGCTGACTTTGCCCACCCTGCGGGCAG 
CCCCTTAGGTAGGCGCGACTGCTTGGTGAAGCTGGAGTGCTTTCGCTTTCTTCCGCCCGAGGAC 
ACCCCGCCCCCAGCGCAAGGCGAGGCGCTCCTGGGCGGTCTGGAGCTCATCAAGTTCCGAGAGT 
CAGGCATCGCCTCGGAGTACGAGTCCAACACGGACGAGAGCGAGGAGCGCGACTCGTGGTCCCA 
GGAGGAGCTGCCGCGCCTGCTGAATGTCCTGCAGAGGCAGGAACTGGGCGACGGCCTGGATGAT 
GAGATCGCCGTGTAGGTGCCGAGGGCGAGGAGATGGAGGCGGCGGCGTGGCTGGAGGGGCCGTG 
TCTGGCTGC TGCCCGGGTAGGGGATGCCCAGTGAATGTGC ACTGCCGAGGAGAATGC C AGC CAG 
GGC CCGGGAG AGTGTGAGGTTTC AGGAAAGTATTG AG ATTCTGC TTTGGAGGGTAAAGTGGGGA 
AGAAATCGGATTCCCAGAGGTGAATCAGCTCCTCTCCTACTTGTGACTAGAGGGTGGTGGAGGT 
AAGGCCTTCCAGAGCCCATGGCTTCAGGAGAGGGTCTCTCTCCAGGACTGCCAGGCTGCTGGAG 
GACCTGCCCCTACCTGCTGCATCGTCAGGCTCCCACGCTTTGTCCGTGATGCCCCCCTACCCCC 
TCACTCTCCCCGTCTGCATGGTCCCGACCAGGAAGGGAAGCCATCGGTACCTTCTCAGGTACTT 
TGTTTCTGGATATCACGATGCTGCGAGTTGCCTAACCCTCCCCCTACCTTTATGAGAGGAATTC 
CTTCTCCAGGCCCTTGCTGAGATTGTAGAGATTGAGTGCTCTGGACCGCAAAAGCCAGGCTAGT 
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CCTTGTAGGGTGAGCATGGAATTGGAATGTQTCACAGTGGATAAGCTTTTAGAGGAACTGAATC 
CAAACATTTTCTCCAGCCGGACATTGAATGTTGCTACAAAGGGAGCCTTGAAGCTTTAACATGG 
TTCAGGCCCTTGGTGTGAGAGCCCAGGGGGAGGACAGCTTGTCTGCTGCTCCAAATCACTTAGA 
TCTGATTCCTGTTTTGAAAGTCCTGCCCTGCCTTCCTCCTGCCTGTAGCCCAGCCCATCTAAAT 
GGAAGCTGGGAATTGCCCCTCACCTCCCCTGTGTCCTGTCCAGCTGAAGCTTTTGCAGCACTTT 
ACCTCTCTGAAAGCCCCAGAGGACCAGAGCCCCCAGCCTTACCTCTCAACCTGTCCCCTCCACT 
GGGCAGTGGTGGTCAGTTTTTACTGCAAAAAAAAAAAAA A^ 

AATGAATGCAAGCTGATAGCTGAGACTGTGAGACTGTTTTTGTCCACTCTTCTGAATCACTGCC 

ACTTGGGTCAGGGACCACAGCCATTGCCACCCTTGGCCCATCTCTCTGGGTGCGTGCCTTGAGC 

ACACCTATAAAAAGTGCCATGTGCAATTGTCTTATCTTTTATGATCTAGGCTTTGCCTAGGGAT 

CACTACTCCTTAACGGGCTGGCTGGGGCGATGAGGAAAAGCTCCTTTGCTCCTGTAAGGCCATA 

AGTGGCTGTTAACAGATTTTCAAATGCCTGAAGAGATTGCTGAGACCTGCTAGAGTCATACGTT 

CGGGGAATTAAGTCTTTA TCCTAGACAACAAGGTACAGATGCAAA TTGCAGTGTTATTGGAGGG 

TCAATCGGCAAGGATATGATTATCCCAAAATGGAGTTCATCGACCCTAGCTTTCCTTTAGATTA 

TATATAAATAAAAGTGCAGTCCTCTTCTAATGGCCACAGTTGGTTTTCTTGTAGCCCAGAAAGT 

CCAAATTAAAGGAAATAAATTCAGTTTTATGTTAGCCTTCCTTGGTGCATCAGGGTGTCAGTGG 

AAATAGGATCAGGTGGTGTGTGTGTGTGTGTTTTGTGTGTGTGTGTACACATGTGT^^ 

ACATGTGTGAGGGAAAGTGTGTACATATATGTAGGATTGTAACCAGACGGAAAAGAATGAGGAT 

CTCCAGGGTGTTTGAATCAGCAACAGATTTGTGTTTTCTAACATGCATTTAGTTGGAGAGGCAT 

GGTTCTGTTTGTTTTGTTTTGATCTAATTTGCCATTGGAAATAGGTACAGTTACACAGAGAAGG 

AAGAACTAGGAAAGTGAGATCCATGAAACTAAATGAGCAGCTGTCAGAATCCAGTGTGGCTGAG 

CCTACCTAGCTTATGAAATCTAACCCAGGGTTCCCTGAGTCCAAGACCACTTAGATTATTAAGA 

TTTTGAACGTCCAGAGGAGTGAAAAGTCTGTTTTCTGGACGTAAGCCGGAGCTGAGGATAAAGC 

CAGAGGCCAGTGGATTAGGTGTATGGAATGTGGATGGAGAGGGCTTGTGTGGGATGTGGCCAGG 




